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Y-DNA - Ancestral Origins

Y-DNA 37 Marker Matches Map

Migration Map: All Haplogroups

Migration Map: Haplogroup Q

Note: the following subclades of Q-M242 are listed on Y-DNA Haplotree Matches list:
L275, L214, L215, M378, L245

Haplogroup Q-L275
In molecular evolution, a haplogroup (from the Greek: ἁπλούς, haploûs, "onefold, single, simple") is a group of
similar haplotypes that share a common ancestor having the same single nucleotide polymorphism (SNP) mutation
in all haplotypes. Haplogoup Q-L275 is a Eurasian lineage. Haplogroup Q-L275 is a subclade of haplogroup QP36.2 that is a branch of Q-M242. Haplogroup Q-L275 is defined by the presence of the L275 Single Nucleotide
Polymorphism (SNP).
Subclade Distribution (SNPs)
Q-L245—This branch was discovered by citizen scientists. It is a descendant branch of the Q-M378 lineage and is
the most common branch in West Asian groups such as Iranians and pre-Diaspora Jewish groups.
Q-M378— It is widely distributed in Europe, South Asia, and West Asia. The Q-M378 subclade and specifically its
Q-L245 subbranch is speculated to be the branch to which Q-M242 men in Jewish Diaspora populations belong.
Although published articles have not tested for M378 in Jewish populations, genetic genealogists from the
Ashkenazi, Mizrachi, and Sephardi Jewish populations have tested positive for both M378 and L245. The highest
frequency of Q1b in Europe is found mainly among Jewish men: Ashkenazi Jews (5%) and Sephardic Jews (2%),
suggesting that Q1b was present in the Levant before the Jewish disapora 2,000 years ago.
One of the peculiar features of Q-M378 subclade is a relatively wide area of its distribution (connected with migrations of
ancestral populations of the Indo-European language family) and an extremely low percentage in almost all populations
(modern ethnic groups), where it has been reported by now. The exception is the Jewish Diaspora (primarily Ashkenazi
Jews), where Q-M378 subclade share reaches 5.2 to 7 percent (Behar 2004, Hammer 2009). Therefore, Q-M378 locality
is often associated with the Middle East.

Join the Jewish_Q Project
Website: www.familytreedna.com/groups/jewish-q
Description: Our group is focused those whose yDNA has the M378 SNP which is Haplogroup Q1 and all sub
groups. This would include recently discovered downstream SNPs L245 (Q1b1*). Haplogroup Q evolved in
Mongolia about 20,000 years ago. SNP M378 is a downstream mutation. The more recently discovered L245 SNP
may have evolved in the Mediterranean area. Except for one or two astounded members, the rest of us in this group
know we had Northern-Central European Jewish ancestors. It appears that our Q1b1's are closely related in time and
that we may have shared one common ancestor within the last 800 years or less. Who was he and where did he come
from? Please join our group so we can find the answers to some interesting questions and hopefully link up! If you
have any questions, please contact the group administrator.
Genetic Distance: 1 (total of 3 matches) (Q-M378 sub-clade)

Genetic Distance 2 (total of 13 matches) (Q-M378, Q-L245, Q-M242 sub-clades):

Genetic Genealogy Guidebook (see chapter 1 for introduction to genetic genealogy)
https://www.familytreedna.com/pdf-docs/Interpreting-Genetic-Genealogy-Results_web_optimized.pdf
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